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3 <110> APPLICANT: Jensen, Michael 

5 <120> TITLE OF INVENTION: Selection Systems for Genetically 

6 Modified Cells 

8 <130> FILE REFERENCE: 24751-2502 

10 <140> CURRENT APPLICATION NUMBER: US/09/8 4 6, 637C 

11 <141> CURRENT FILING DATE: 2001-04-30 
1J klUU^ NUMBER \Jh !dEU 1U NJUb : 40 

15 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 1654 

19 <212> TYPE: DNA 

Homo sapien 



20 <213> ORGANISM: 
22 <220> FEATURE: 



ENT 






D 



23 <221> 

24 <222> 



NAME /KEY: 
LOCATION: 



CDS 
(48) 



(1589) 



25 <223> OTHER INFORMATION: Human Wild-type Inosine Monophospate Dehydrogenase 

26 II (IMPDH II) 

28 <300> PUBLICATION INFORMATION: 

29 <301> AUTHORS: Collart,F.R. and Huberman,E. 

30 <302> TITLE: Cloning and sequence analysis of the human and 

31 <303> JOURNAL: J. Biol. Chem. (1988) 

32 <304> VOLUME: 263 

33 <306> PAGES: 15769-15772 

35 <400> SEQUENCE: 1 
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395 
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Phe 


Phe 


Ser 


Asp 


Gly 


He 


Arg 


Leu 


Lys 


Lys 


Tyr 


Arg 


Gly 


Met 


Gly 


Ser 
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405 










410 










415 




229 


Leu 


Asp 
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Asp 


Lys 


His 


Leu 


Ser 


Ser 
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Asn 


Arg 


Tyr 


Phe 


Ser 
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Ala 


Asp 


Lys 
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Lys 


Val 


Ala 


Gin 
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Val 
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Gly 
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Val 
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He 
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Tyr 
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He 
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He 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/84 6 , 637C 



DATE: 12/26/2002 
TIME: 13:32:53 



Input Set : A:\2502seq.003 

Output Set: N:\CRF4\12262002\l846637C.raw 



Thr Ser Ser 
495 

Glu Lys Arg 
510 



237 Ala Met Met Tyr Ser Gly Glu Leu Lys Phe Glu Lys Arg 

238 485 490 

239 Ala Gin Val Glu Gly Gly Val His Ser Leu His Ser Tyr 

240 500 505 

241 Leu Phe 

244 <210> SEQ ID NO: 3 

245 <211> LENGTH: 1654 

246 <212> TYPE: DNA 

247 <213> ORGANISM: Homo sapien 

249 <220> FEATURE: 

250 <221> NAME/KEY : CDS 

251 <222> LOCATION: ( 4 8 ) . . . { 158 9 ) 

252 <223> OTHER INFORMATION: T333I/S351Y Human IMPDH II mutant 

254 <221> NAME/KEY: mutation 

255 <222> LOCATION: 1045 




W — 



w — 



w — 



w — 



> 258 

259 
260 

> 262 

263 
264 

> 266 

267 
268 

> 270 

271 
272 
273 
275 
276 
277 
279 
280 
281 
283 
284 
285 
287 
288 
289 
291 
292 
293 
295 
296 
297 
299 
300 



<221> mutation 

<222> LOCATION: 1046 

<223> OTHER INFORMATION: G to C mutation 
<221> mutation 

<222> LOCATION: 1099 

<223> OTHER INFORMATION: C to A mutation 
<221> mutation 

<222> LOCATION: 1100 

<223> OTHER INFORMATION: A to T mutation 
<400> 3 

gaattcgggc ggtcctcgga gacacgcggc ggtgtcctgt gttggcc 



tac 
Tyr 

gca 
Ala 
20 
etc 
Leu 



ctg 
Leu 
5 

cag 
Gin 

att 
He 



att 
He 

cag 
Gin 

etc 
Leu 



act tct get 
Thr Ser Ala 



tct 
Ser 

ctt 
Leu 

cag 
Gin 



ccc 
Pro 

aca 
Thr 
85 
gee 
Ala 



atg 
Met 
70 
ggc 
Gly 

aat 
Asn 



agt 
Ser 

etc 
Leu 

cct 
Pro 

ctg 
Leu 
55 
gac 
Asp 

ggt 
Gly 

gaa 
Glu 



ggg ggc 
Gly Gly 



ttc 
Phe 

ggg 

40 
acc 
Thr 



aac 
Asn 
25 
tac 

aag 
Lys 



acg tec tac 

Thr Ser Tyr 
10 

tgc gga gac 

Cys Gly Asp 

ate gac ttc 

T "1 £i 7\ pu _ 

_i — i_ *3 nou l I i\z 



gtg cca 
Val Pro 



aca gtc 
Thr Val 

att ggc 
He Gly 

gtt egg 
Val Arg 



aaa 
Lys 

aca 
Thr 

ttc 
Phe 
90 
aaa 
Lys 



ate 
He 

gag 
Glu 
75 
ate 
He 



act 
Thr 
60 
get 
Ala 

cac 
His 



ggc 
Gly 

act 

ml. „. 
1 11L 

45 
ctt 
Leu 



etc 
Leu 
30 
gca 
Ma 

aag 
Lys 



gac gac 
Asp Asp 
15 

acc tac 
Thr Tyr 

gac cag 
Asp Gin 

acc cca 
Thr Pro 



atg gec gac 
Met Ala Asp 
1 

gga etc aca 
Gly Leu Thr 



gtg aag 
Val Lys 



ggg atg 
Gly Met 

cac aac 
His Asn 

aaa tat 
Lys Tyr 



gee 
Ala 

tgt 
Cys 
95 
gaa 
Glu 



ata 
lie 
80 
aca 
Thr 

cag 
Gin 



aat 
Asn 

gtg 
Val 

ctg 
Leu 
65 
gca 
Ala 



gac 
Asp 

gac 

Asp 

50 
gtt 
Val 



ttt 
Phe 
35 
ctg 
Leu 

tec 
Ser 



atg gcg 
Met Ala 



cct gaa ttc 
Pro Glu Phe 

gga ttc ate 
Gly Phe He 



56 



104 



152 



200 



248 



296 



344 



392 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/84 6 , 637C 



DATE: 12/26/2002 
TIME: 13:32:54 



Input Set : A:\2502seq.003 

Output Set: N:\CRF4\12262002\l846637C.raw 



L:258 M:258 W 
L:262 M:258 W 
L:266 M:258 W 
L:270 M:258 W 
L:500 M:258 W 
L: 730 M: 258 W 
L:953 M:258 W 
L:965 M:258 W 
L: 1188 M: 258 W 
L: 1199 M: 258 W 
L:2109 M: 351 W 
(1188) 

L:2462 M:258 W 
L : 24 73 M: 258 W 
L:2634 M:258 W 



L:3297 M:258 W: 
L:3301 M:258 W: 



Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 



<220> Tag not found for SEQ ID#:3 

<220> Tag not found for SEQ ID#:3 

<220> Tag not found for SEQ ID#:3 

<220> Tag not found for SEQ ID#:3 

<220> Tag not found for SEQ ID#:5 

<220> Tag not found for SEQ ID#:7 

<220> Tag not found for SEQ ID#:9 



<220> Tag not found for SEQ ID#:9 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:11 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:11 
Sequence data Name/Key Feature Out-of-Range, SEQ ID#:19, CDS LOCATION 

Mandatory Feature missing, <220> Tag not found for SEQ ID#:23 

Mandatory Feature missing, <220> Tag not found for SEQ ID#:23 

Mandatory Feature missing, <220> Tag not found for 

ound for SEQ ID#:27 

Mandatory Feature missing, <220> Tag not found for SEQ ID#:31 

Mandatory Feature missing, <220> Tag not found for SEQ ID#:31 



(0) 
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